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Microsatellite DNA polymorphism іп different pesticide-resistant strains оѓ 


the oriental fruitfly Bactrocera dorsalis] Hendell]|| Dipteral] Tetriphitidael | 
PAN Zhi-Pine[] ZENG Ling [] WEN Shuo-Yang[] Department of Entomology[] South China Agricultural 


University[] Guangzhou 510642[] China[ | 


Abstrac(] In order to detect the genetic change in the pesticide-resistant strains of the oriental fruitfly 


Bactrocera dorsalis] Hendel[ |] the genomes of a sensitive strain and three pesticide-resistant strains] TrR- 


resistant strain[] AlR-resistant strain and AbR-resistant strain[] of the fruitfly were screened using two 


microsatellite DNA primers. Distinct microsatellite DNA polymorphism was detected in the four strains[] 


revealing that genetic background had changed in the tested strains. The results may contribute to further 


understanding the mechanism of pesticide resistance of the fly and provide some guidance for the controlling 


and monitoring the appearance of pesticide resistance in the field. 
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Table 1 The microsatellite primers used in Ше study 
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Fig. 1 PCR result of microsatellite primers to the oriental fruitfly from four different strains 
АП 33.150 0 0 П 33.15 core sequence ВШ CACO. MO DL150000 $8090 O O О Sensitive эташ] AbRO0O ПП ПП ПП 0 AbR-resistant 
straini ААЮОООООООООО AIR-resistant straing 1800 00000 0 TrR-resistant strain. O O The same below. 
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Table 2 Nei’ s genetic distance among four different strains by two microsatellite primers 
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Fig. 2 Dendrogram generated Бу cluster analysis of four different strains among the oriental fruitfly 
АП 33.150 0 0 П 33.15 core sequence ВШ CACO; . 
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